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Pro 


Met 


Val 


499 


465 










470 










475 










480 


503 


Lys 


Ala 


Thr 


Asn 


























511 


<210> SEQ ID NO: 


; 3 
























513 


<211> LENGTH: 2474 
























515 


<212> TYPE: 


DNA 


























517 


<213> ORGANISM: 


Plant 






















521 


<400> SEQUENCE: 


3 
























523 


ttacagatac acagaatcag acgacacatc 


: tactttaata 


acagaaaaat aataagtgt 


527 


ggagattatg gtacgacaag atgaaatgtt 


. tttatatggt 


tgagattatt ttggtctgt 
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531 gttggaagtt tcacgaatca tgattttgat tttacgtatt aaaaaatgaa aagttgaatc 180 
535 atgcatttta tctagaagct gggaactgaa ccaaaaaaat agccagttga acaactgcag 240 
539 tatttgtagg cgtattcatt tctcctttcc tacaataatc cttggttgct ctttatcgga 300 
543 aaaaaaccaa aagcaatagc tactctgtaa ggtcctcgat tgccgacaag aacatcacat 3 60 
547 gcgtgctgtc gaagaacaca taattttgag gttgaagctc acgtgcgagt tttgcatatt 42 0 
551 tttaggttat gtgtacacgt atggagtgag ttccgcgtat atagtgtagg tagttgagtg 480 
555 gctgagtagc gagtgaatca ggtaacacta tcttttcaag ccacctaatt aagggattta 540 
559 atgttcatgc aactgttctt cgctaactaa ggccccactt acctttataa tattctctct 600 
563 aactccgggc ttttggtaag tacaactttt ctactcttat ttaatggagg gattattttt 660 
567 tccatatacc aattaattta ttttttaatt tatgcatttt gatcttatat taaaacaatt 720 
571 atggtatgga ttaagtcgta tatcggtgac aattgaagtt ttcctcaagt ttagccattt 780 
575 ttatgaaatt aaacttaatc actactatta ggtaaattca tatgtatcat taacaatttc 840 
579 aatgtgagtt caattttacc caagatttga aagttgttgt caacttctgt taactaaagt 900 
583 tgtattataa ggttgacgac tttaacctaa atctattttg aattgaaggg gttgatgact 960 
587 tcagctttaa aataattcaa ctaaagttct agactacatt ggagatttta gtgttcataa 102 0 
591 aattttagaa aaaggctgag ttaaagttat gaaaaagatt ggtgactatt caattaatta 1080 
595 gttgtgaatt gatgacaaat atttcatgag cataaccaat cagagaaata ccacctcgac 1140 
599 cgactacaac aatctcaatg ttaattaatg aagcattgta gtataaggag tctagaataa 1200 
603 atttcttaaa tattagagga aaactatttt taaaaaatta caagaaaagt ttgatctata 1260 
607 acctctttaa actttaaatt atctaacaat tttcttatga ctcacattgt gttgataggg 1320 
611 tgattttgtc aaaatatatg tctattttat actagtatga tttgtctgcg aattatatat 1380 
615 agtattaact tggagaaatg attgcctaat aagttataaa aaaggagaaa atatttattc 1440 
619 ataaaaaaaa tacacttaaa taagtaacaa taataaaaaa cattatataa gagattaaga 1500 
623 taatttaata agtattgaat gtagaataat ttttatttat aaatttgaac taaaatattc 1560 
627 aaataatatt caaagtaaat aatagatata attcatcatt caatacgagt aattcaatct 1620 
631 attataatca tatattagat aaatatacaa atatttgtta aattttacat tattatatta 1680 
635 ctaaatatat attaatttct ttgaatatct tttatacaag taggtagact agaagaatta 1740 
639 tcttatctcc cgtatatttg tagatgttaa atgtaacggg cttagactga tgtttttgta 1800 
643 ttatattatt tataaatcca ttagagattt aagttaatgt ctctctttga ttttaacatg 1860 
647 gttctaaaaa ttaggtttaa tcattgcgtc ctcaatgaac ccatgctata tgttttaaag 1920 
651 ttttttgttt tttgacaatg ttttttattt ctgagattgc tcttaggatt gaaattatgt 1980 
655 ttgatactag aaaacgaaga agtagagagt agtgtataca cgtgtaaaaa ataatagttg 2040 
659 tgggaactta agttggattt gaatactagg acgaggctgg aagggtttcc actaagttga 2100 
663 caaaaattat tacaagtggc aactagctag gtctcacaaa gtattactaa ttaatagtgg 2160 
667 gtctgtctgc ataccaactc ttgcctaatt ttcaaacacc gcattctctc ttcttctctc 2220 
671 cttcttcctc tggaaacttc atcgatgtgg acttctgtct ctcaaaagtc aagctcaatt 2280 
675 tatccaatgc attataaata cacactctcc ctcccttcta ttcttcattg catcacattt 2340 
679 cctctataaa ttactcacac cttattccta acttcatttc aacatcctct ctcccactta 2400 
683 cttcgatttc atcaattcca ataaactcaa cacacttttt tacactccac actctaacca 2460 
687 catacaccat atgg 2474 
693 <210> SEQ ID NO: 4 
695 <211> LENGTH: 29 
6 97 <212> TYPE: DNA 
6 99 <213> ORGANISM: Plant 
703 <400> SEQUENCE: 4 

705 gcggatccat cttggacaac aagggagtt 2 9 

711 <210> SEQ ID NO: 5 
713 <211> LENGTH: 30 
715 <212> TYPE: DNA 
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Invalid Line Length; 

The rules require that a line not exceed 72 characters in length. This includes spaces. 
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• Line 
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1 1 


■ Line 
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• Line 
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• Line 
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• Line 


1 s ) 


377 


Seq# : 


2 


• Line 


Is) 


407 


Seq# : 


2 


■ Line 
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• Line 
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■ Line 
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Seq#: 
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126, 
156, 
186, 
216, 
246, 
276, 
306, 
318, 
349, 
379, 
409, 
439, 
469, 
499, 
515, 
545, 
575, 
605, 
635, 
665, 

697, 
715, 
731, 
749, 
767, 
785, 



,20,22 
,60,62 
,100,1 
128,13 
158,16 
188,19 
218,22 
248,25 
278,28 
308,31 
320,32 
351,35 
381,38 
411,41 
441,44 
471,47 
501, 50 
517, 51 
547, 54 
577, 57 
607, 60 
637, 63 
667, 66 



,24,27 
, 64, 66 
02,104 
0,132, 
0,162, 
0,192, 
0,222, 
0,252, 
0,282, 
0,312, 
2,323, 
3,355, 
3,385, 
3,415, 
3,445, 
3,475, 
3,505, 
9,521, 
9,551, 
9,581, 
9,611, 
9,641, 
9,671, 



,29,31, 
, 68, 70, 
, 106, 10 
134,136 
164,166 
194, 196 
224,226 
254,256 
284,286 
314 

325,327 
357,359 
387,389 
417,419 
447,449 
477,479 
507,509 
523,525 
553, 555 
583,585 
613,615 
643,645 
673,675 



33,34 
72,74 
8, 110 
,138, 
,168, 
,198, 
,228, 
,258, 
,288, 

,330, 

,361, 

,391, 

,421, 

,451, 

,481, 

,511 

,527, 

,557, 

,587, 

,617, 

,647, 

,677, 



,36,38,40,42 
,76,78,80,82 
, 112, 114, 116 
140, 142, 144, 
170, 172,174, 
200,202,204, 
230,232,234, 
260,262,264, 
290,292,294, 



,44,46,4 
,84,86,8 
,118, 120 
146, 148, 
176, 178, 
206,208, 
236,238, 
266,268, 
296,298, 



8,50,52 

8,90,92 

, 122 

150,152 

180, 182 

210,212 

240,242 

270,272 

300,302 



332,335,337,33 9,341,343, 345 
363,365,367,369,371,373, 375 
393,3 95,397,399,401,403,405 
423,425,427,42 9,431,433, 435 
453,455,457,459,461,463,465 
483,485,487,489,491, 493, 495 

52 9,531,533,535,537,539,541 
55 9, 561,563, 565, 567,569, 571 
58 9,591,593,595,597,599,601 
619, 621, 623, 625, 62 7, 62 9, 631 
64 9,651,653,655,657,659,661 
679, 681, 683, 685, 687, 689, 691 



699, 701, 703, 705, 707, 709, 711 

721,723,725,727 

733, 735, 73 9, 741, 743, 745 

751, 753, 755, 757, 75 9, 761, 763 

769, 771, 773, 775, 777, 779, 781 

787 
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